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7z.
WIETITMBZ ¥ =7 v by =27 TV AP/
VTFHT ST EDUHREE 7o o T4, Foundation
Medicine Inc. (FMI) #%Bd % L 7zFoundationOne
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20204F @ K [ i R B %5 7 43 CTld, MSI-H/dMMR %
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FIB G 2% A % K 5 12 Nivo + Ipilimumab & 3 Wy € 1=
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